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protein-coupled receptors”, 2014, Nucleic Acids Res., 42 (D1), D422-D425. 10.1093/nar/gkt1255
	B Vroling, M Sanders, C Baakman, A Borrmann, S Verhoeven, J Klomp, L Oliveira, J de Vlieg, G Vriend, “GPCRDB:
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information system for G protein-coupled receptors”, 1998, Nucleic Acids Res., 26(1), 275-279.
10.1093/nar/26.1.275








           

           
          

          
  
    
      
        Next 
      
      
         Previous
      
    

  

  


  
    
        © Copyright 2021, GPCRdb
      
        
          Revision 02a3a311.
        
      

    

  

  Built with Sphinx using a theme provided by Read the Docs. 



        

      


    

  

  

  
    
       Read the Docs
      v: latest
      
    
    
      	Versions
	latest
	stable


      	Downloads
	pdf
	html
	epub


      	On Read the Docs
	
            Project Home
          
	
            Builds
          


      

      Free document hosting provided by Read the Docs.

    

  




  

  
   

